there was a small pit that originated from the top of the Layer 7 that partially affected the burial, 1 0 2 perhaps removing the lower left skeletal elements; 2) in the early 1970's, the trench excavated by G. In addition to these two events, a third one must be taken into account: a very peculiar feature of 1 0 5 this burial is the presence of a femur (left) placed between the shoulders of Oriente C, on the thorax. The taphonomic data do not allow us to detect post-depositional disturbance of the skeleton that 1 0 7 could have occurred in case of a reopening of the grave; the dislocations of some bones could 1 0 8 therefore be attributed to post-burial movements inside the funerary pit. For this reason the femur 1 0 9 could have been deposited during the interment and could have belonged to another individual 1 1 0 (perhaps a relic). However since the femur is compatible with the rest of the articulated skeleton (see below) we also 1 1 2 need to consider the possibility that the femur belonged to Oriente C and resulted in a disturbance 1 1 3 of the grave during the Palaeolithic which caused a dislocation of the lower bones after the 1 1 4 decomposition of the corpse. This hypothesis could explain why G. Mannino did not notice the 1 1 5 presence of Oriente C burial, which he would have to intercept with his excavation trench, because 1 1 6 the skeleton was already devoid of the lower limbs (Mannino, 2002; . If 1 1 7 this event happened, it would have preceded the disturbance in the Mesolithic (the small pit opened 1 1 8 at the top of layer 7A) as the grave was closed again after the deposition of the femur on the individual's chest and sealed by the Palaeolithic deposit (layer 7C). Beyond many disturbances and severe diagenetic phenomena, the preservation of the human 1 2 1 remains at the site was very poor. To allow the recovery of human remains avoiding irreparable 1 2 2 damage, during excavation it was necessary to consolidate them several times with abundant 1 2 3 quantities of Paraloid B72, dissolved in acetone. Subsequently, the remains were removed and 1 2 4 restored by gluing the parts after careful cleaning of the surfaces with acetone in order to remove 1 2 5 the Paraloid film. Before any consolidation and restoration, during the burial excavation numerous 1 2 6 bone fragments were recovered, and later determined by morphological examination to be most 1 2 7 likely human. in Florence are the following: skull cap with fragmentary base; fragments of mandibular rami; lt. darker and the left radius which is nearly black because of a small fire lit in the grave (see above). during '70 excavations: some of these bones could belong to Oriente C, especially the hand bones, 1 4 9 but it is not possible at the moment to establish this. represented in Florence and they could belong to Oriente C. Age at death could not be accurately determined because of the lack of suitable anatomical parts. Nevertheless, we observe that rgw exocranial sutures are not fused and there is a beginning of remains -indicated that the individual was most likely female (see Table S1 and Figure S1 in 5)The North portion of the pit was removed during the excavations in the 1970s. hypothesis that the femur was placed on the shoulders of the deceased during the interment, 3b-Burning action 2. A second low-heat fire was lit to the right of the skull. were deposited. Some of these blocks protruding from the pit were probably placed as a 1 8 9 marker for the identification of the location of the burial. current ancient DNA analysis was done on a single long bone fragment that was not exposed to the 2 0 7 substances used for consolidation and restoration (see above section 2.2). Sample preparation, DNA 2 0 8 extraction and library construction were carried out in dedicated ancient DNA facilities in Boston as 2 0 9 described in (Mathieson et al., 2018) . To increase coverage compared to the previously reported 2 1 0 data, we generated two additional libraries from the same extract, performed in-solution enrichment 2 1 1 ("1240k") and sequenced the product on an Illumina NextSeq500 using v.2 150 cycle kits for 2 × 76 2 1 2 cycles and 2 × 7 cycles. We merged these data with the data from the original library and made 2 1 3 pseudo-haploid calls by selecting a single sequence at each single nucleotide polymorphism (SNP).
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The resulting dataset contained information on 288,223 SNPs covered at least once, compared to 2 1 5 61,547 in a previous publication (Mathieson et al.,2018) , allowing for higher resolution analysis.
1 6
To investigate the genetic affinities of Oriente C, we used the qp3Pop program from gatherers (with coverage at a minimum of 20,000 of 1240k positions) from 30 sites across Europe 2 2 0 (Gamba et al.,2014; Gonzales-Fortes et al.,2017; Gunther et al.,2018; Haak et al.,2015; Jones et 2 2 1 al.,2015; Lazaridis et al.,2014; Lipson et al.,2017; Mathieson et al.,2015 Mathieson et al., ,2018 Olalde et al.,2014) .
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We used the qpDstat program to estimates D-statistics to test whether pairs of populations form a We confirmed the originally reported mitochondrial haplogroup assignment of U2'3'4'7'8'9. This axes form a "V" shape ( Fig. 3) . At the point of the "V" lie the individuals that have been described individual. In this analysis, Oriente C falls at the tip of the "V", at the extreme end of the WHG 2 5 0 grouping.
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Focusing further on Oriente C, we find that it shares most drift with individuals from Northern Italy, 2 5 2 Switzerland and Luxembourg, and less with individuals from Iberia, Scandinavia, and East and
